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Application of Anthocyanins Biosynthesis Key Enzyme Gene in Plant Gene Engineering

YANG Xiao-na
Abstract

(College of Resources and Environment, Baoshan University, Baoshan, Yunnan 678000 )
The biosynthesis way for anthocyanins and the application of involved key enzyme gene in plant gene engineering were reviewed ,

which will provide basic data for application of biosynthesis in gene engineering.
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