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Abstract
a variety of colours in the seeds. Coloured wheat crops are rich in protein, vitamins, dietary fibre and mineral trace elements, and have vari-

Coloured wheat crops are formed due to the accumulation of anthocyanins in the seed coat or dextrin layer of the seeds, resulting in

ous health functions such as antioxidant, anti-ageing, and gastrointestinal care. This paper reviews the progress of research on the main nutri-
tional and functional components of coloured wheat crops, the regulatory mechanism of phycocyanin synthesis and the gene localisation of grain
colour, discusses the problems in the gene localisation of coloured wheat crops, and outlooks the development trend of coloured wheat crops.
We hope to provide a theoretical basis for future research on the regulatory mechanisms of grain colour in coloured wheat crops, and to provide

valuable reference information for the screening of favourable genes and the creation of new and superior coloured wheat germplasm.
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