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Abstract

animal-derived components of different poultry meat. The standard database of protein molecular fingerprints was established to identify different

(Suzhou Food Inspection and Testing Center,Suzhou, Jiangsu 215104 )
[ Objective ] Matrix-assisted laser desorption ionization-time of flight mass spectrometry ( MALDI-TOF MS) was used to detect the

poultry meat. [ Method | Samples were extracted with phosphate buffer and determined by MALDI-TOF MS. ChemPattern software was used to
carry out chemometric analysis on protein profiles of different poultry meat,and then an identification model was established. [ Result] There are
obvious differences among three kinds of poultry meat ( chicken,duck and goose). It was the first time to establish a standard database of pro-
tein molecular fingerprints of different poultry meat, which could be used for simultaneous analysis of chicken,duck,goose and other meat de-
rived components in each sample at one time. [ Conclusion ] The identification system of chicken,duck and goose based on proteomics has the
advantage of simplicity , stability ,accuracy and good reproducibility. It is suitable for the identification of animal-derived components of chick-

en,duck and goose.
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Table 1 Retention times and linear equations of 9 antioxidants
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