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Research Advance in the Leaf Diseases of Peanut

FAN Yan,ZHAO Xue-fei, LIU Xiao-guang (Tangshan Academy of Agricultural Sciences, Tangshan,Hebei 063000)

Abstract Peanut is an important oil crop in China,and leaf disease is an important factor restricting the quality and yield of peanut. This pa-
per reviewed the types and symptoms of main leaf diseases in peanut,the biological characteristics of the pathogens,the location of resistance
genes , the screening of resistant germplasm and the screening of pesticide control,and prospected the direction and focus of future research ,so

as to provide a theoretical basis for peanut leaf disease control.
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