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Effects of Selenized Glycosaminoglycan on the Spleen Metabolites of Acathopagrus schlegelii
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Zhejiang 316021 ;2.Zhoushan Bureau of Science and Technology ,Zhoushan, Zhejiang 316021)

Abstract The changes of spleen metabolites in Acathopagrus schlegelii after feeding selenized glycosaminoglycan were studied, and the immu-
nomodulatory mechanism was discussed.The selenized glycosaminoglycan was not added in control group,the feed with adding selenized glyco-
saminoglycan was fed in experimental group.Using UPLC-QTOF-MS , combined with XCMS™" software and high-resolution secondary database ,
untargeted metabolomic analysis was made on the endogenous metabolites of A.schlegelii’ s spleen challenged by V.parahaemolyticus 48 and
96 h,potential endogenous biomarkers of spleen were screened out.The related metabolic pathways were analyzed on MetaboAnalyst 4.0 web-
site.The potential mechanism of selenized glycosaminoglycan in regulating the immunity of spleen was revealed.The results showed that 31 and
36 potential biomarkers were found in the spleen of A.schlegelii challenged by V.parahaemolyticus 48 and 96 h respectively , which were involved
in 9 and 10 metabolic pathways (P<0.05).The immune function of A.schlegelii spleen was enhanced by selenized glycosaminoglycan through
multiple metabolic pathways.The study results provided the scientific basis for elucidating the immunoenhancement mechanism of selenized gly-

cosaminoglycan and rational development of immune enhancers.
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Fig.1 Typical TIC patterns of each group of samples under different acquisition modes
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Fig.2 PCA profile analysis of spleen metabolic analysis under different acquisition models
F1 AEBEREAFZSTHERR Y

Table 1 Differential metabolites obtained from untargeted metabolomics analysis
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1 4-L T C,H,N,0, T,/ESI” 144.077 9 1.30 2.67x107 9
2 JIR NS CsH;N; HILLIC/ESI” 134.047 2 2.24 2.22x107° 48
T,/ESI” 134.047 2 3.53 8.56x107* 96
3 s C,,H;N,0, HILLIC/ESI* 268.104 0 4.88 6.80x107 48
HILLIC/ESI* 268.104 0 4.88 2.26x107 9
4 Mt (—) iR CH,N,0,P T,/ESI* 348.070 4 1.66 2.01x107 9
5 - JFRIR T,H,,0, T,/ESI” 277.217 3 11.15 5.42x107° 96
6 AR CyH,,0, T,/ESI” 311.295 6 16.69 1.68x1077 9
7 bk S C H; N, O HILLIC/ESI” 289.115 4 9.49 6.68x107 9%
8 LB C,H,,NO, T,/EST 118.086 3 1.20 2.77x107 48
9 Wi C,H,N,0, HILLIC/ESI” 130.062 2 7.64 5.23x107 48
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11 Mo AU CyH 3N, 0, HILLIC/ESI” 226.083 3 5.91 5.14x10°° 48
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Table 2 The analysis results of metabolic pathways after virus challenge 48 h by MetPA
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Table 3 The analysis results of metabolic pathways after virus challenge 96 h by MetPA
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