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Abstract
farm in Shanxi Province.[ Method ] 8 strains of E.coli isolated by Kirby Bauer method and PCR were tested for drug sensitivity and related drug
resistance genes. [ Result]The results showed that 1 strain were resistant to 3 drugs, 6 strain were resistant to 2 drugs, and only 1 strain was re-
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[ Objective | In order to investigate the prevalence of drug resistance genes of Escherichia coli from diarrhea in calves of a beef cattle

sistant to 1 drug. Eight strains of E. coli isolated from calves were highly resistant to tetracycline gentamicin, and the resistance rates were
100% , 87.5%, respectively.The sensitivity to ofloxacin amikacin kanamycin was higher.The detection rates of aph3-1I \TetD and TetB genes of
8 strains of E.coli isolated from calves were 75.0% , 62.5% and 37.5%, respectively.[ Conclusion ] The study indicates that there was a certain

degree of resistance to E.coli from calf diarrhea in this cattle farm.
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Table 1 Primer information of drug resistance gene
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Drug type Drug resistance gene Primer sequence

stripe size //bp

\ 5'_ATGCGTATATICGCCTGTG=3'
— 2244 R lacts . J
B B-lactams SHY 5'-CCTCATTCAGTTCCGTTTCC-3' 302

e . 5'—TGGACTGGGCACAACAGACA—3'
o g X . "
EAEHIHZE Aminoglycosides aph3'~II 5'“TCAAGAAGGCGATAGAAGGC—3' n

(6')-1b 5'-CATGACCTTGCGATGCTCTA-3' 49
ace 5'-GCTCGAATGCCTGGCGTGTT-3'

. . 5'-GCTACATCCTGCTTGCCTTC-3!
PHFRFE Tetracyclines Tetd 5'~CATAGATCGCCGTGAAGAGG-3' 210

TotB 5'-TTGGTTAGGGGC AAGTTT TG-3' 659
¢ 5'=GTAATGGGCCAATAACACCG-3’
5'=AAACCATTACGGCATTCTGC-3'

TetD 5'-GACCGGATACACCATCCATC3' 87

%2 PCR &%

Table 2 PCR reaction conditions

R K S A A PCR 7))
Gene name Reaction conditions PCR product size //bp
SHV 95 C A 5 min, 36 MRS (95.0 °C 30 5,54.0 °C 40 5,72.0 °C 30 s),72 CA4iE 3 min 502
aph3'-11 95 C S 5 min, 36 AMEFR N (95.0 C 30 5,55.0 °C 40 5,72.0 C 35 5) ,72 CHEE 3 min 717
acc(6')-Ib 95 CHiZEE 5 min, 36 MEFR N (95.0 C 30 5,55.0 °C 40 5,72.0 °C 35 5),72 CA#IE 7 min 490

TetA 95 CHAEM: 5 min, 36 AMEFR N (95.0 °C 30 5,54.0 °C 40 5,72.0 °C 30 5) ,72 CAEE 3 min 210

TetB 95 °CHiAE M 5 min, 36 AMEFR N (95.0 C 30 5,56.0 °C 40 5,72.0 C 40 s) ,72 CHEE 7 min 659

TetD 95 C A 5 min, 36 MEFR (95.0 °C 30 5,55.5 C 40 5,72.0 °C 40 s),72 CAEiF 3 min 787

x3 HEAKER
Table 3 Results of drug sensitivity test

e bk iy B AU Hh i B R [JE2TY7S [T &S [FETES
N 7 Antil :’t‘. . High sensitivity Moderate Resistance High sensitivity Resistance
o THbIote i3 sensitivity // # o rate // % rate // %
1 RKEZR 0 1 7 0 87.5
2 SRR 7 1 0 87.5 0
3 FIRER 7 1 0 87.5 0
4 Bk A 7 1 0 87.5 0
5 o 6 1 1 75.0 12.5
6 WRD R 6 2 0 75.0 0
7 JUH R 0 0 8 0 100
x4 KBHTHBEROTZE
Table 4 Drug resistance spectrum of Escherichia coli strains
ik 2% i 243% RIFREL [
Strai -~ b Number of drug Drug resistance Number of Percentage
fam number resistance spectrum bacteria // ¥k %
5 3 RARFGH DUFF Al 1 12.5
1.2.4.6.7.8 2 KRB WU E 6 75.0
3 1 PUIMZE 1 12.5

2.3 MZEEERM PCRAGUER ZWFER T 6 P23k 4RI S, 3RS M, EIHNHTFIE aph3’ - IDEN ARG H; A&
[, 3 PCR J5ikxd 8 Mo bR AEA TR 285 5 PRGN, 228 e, 75.0% 5 RAG TN B aac (6) —Ib LK, PUBR R TetD
ULIEN 1o S52RFMT 8 BRIE MR IS AR AT 253 0, B R IR 3R 62.5% ;5 TerB 3 PR A H AL, O 37.5% 5
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Fig.1 Electrophoresis results of 6 drug resistance genes of 8 strains of Escherichia coli
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Table 5 Detection results of 6 drug resistance genes

itz PPERRRRC ey

%’D’J;Z?fi‘tff Drug resis- N;::E};;i:f Detection
tance gene bacteria rate // %
B-NEENZZS B-lactams SHV ND ND
IS A minoglycosides aph3'-1l 6 75.0
acc(6')-Ibh ND ND
PUIFZE S Tetracyclines TetA ND ND
TetB 3 37.5
TetD 5 62.5

TE:ND Fon AR A

Note :ND means not detected
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