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Identification of F, Generation Peanut Hybrids Using AhMITE Molecular Markers
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Abstract
marker primers with different bands in the hybrid parents, 197 F; single plants of 10 peanut cross combinations were used to identify the true

[ Objective ] In order to improve the efficiency of flower breeding. [ Method ] Screened from 10 pairs of AhMITE primers for the

and false hybrids. [ Result] According to the parental band type amplified by PCR, a total of 75 true hybrid single plants were identified ,and the
true hybrid ratio was 38. 02%. [ Conclusion | The AhMITE molecular marker can be used to quickly and accurately identify the authenticity of
the peanut hybrid F; generation. It is expected to provide technical support for the further use of the AhMITE molecular marker technology in

the selection of new peanut varieties in Jilin Province and the analysis of the genetic diversity of peanut germplasm resources.
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Table 1 Test materials and identification primers

oG AR QA F, AR BIRFPAMAER TR L] BETY)
Combination No. Maternal code Paternal code F, seed number Number .0[ True' hybrid Ident}ﬁcallon
true hybrids ratio//% primers

1 2017-116 2018-31 20 5 25.00 AhTE0544
2 2020-46 2014-26 23 9 39.13 AhTEO0577
3 HH S 2020-48 22 10 45.45 AhTE0577
4 2019-33 2020-45 18 7 38.89 AhTE0544
5 2019-33 2020-48 19 9 47.37 AhTEO0544
6 FAE 50 2020-47 17 7 41.18 AhTEO0544
7 Ak 50 2020-48 18 8 44.44 AhTE0544
8 2017-116 2019-75 24 9 37.50 AhTE0544
9 2017-116 2019-33 16 5 31.25 AhTEO0577
10 2019-67 2019-36 20 6 30. 00 AhTE0544
A1 Total 197 75 38.02
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Table 2 AhMITE primer sequence

ELE EiL7) EmGIYFH1(5'—3") B 51951 (5'—3")

No. Primers Forward primer sequence(5'—3") Reverse primer sequence(5'—3")

1 AhTE0544 TTGTTTTTGTTAGAAGAGGCGG TTTTTGCCATTCATACTTTTTGG

2 AhTEO0577 GAGTTGGCTCTGTGATTTGTGA GCAAGGTGTATTAAATGAAACCAA
3 AhTEO0180 GAAAGAATCCGTGGGATATTCA TTCACAATGAAAGAGGAGAATCAA
4 AhTE0633 TCCTTCAGTGAAACAGATGGC ATTCTTGTTTCGGTTTTGCG

5 AhTE0660 AAAGATTTCGCCACGTGTATC TAACCGGTTTAATTCCGACG

6 AhTE0641 TGTTTAACATTGATCCCCAATAAA TCTTTTCCTTTTCCCTTTTGC

7 AhTE0369 TGAGGCGAGTTGTTGAGATG TGTTGAACGATTTGCGCTAC

8 AhTEO167 GGCTGAACAAATGAATCACAAA CCACTGTCGGTTAATGTATTGC

9 AhTE0254 CTTTCTTTCTATTCGTGCCAAAA TTAAAGATCTGTAGCTGGCCAAA
10 AhTEO0610 CAGTTAGCAAATTTGGGACAA TGAAGAATGATAATCCCCAAAG
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Fig.2 Amplification profile of primer AhTE0544 in parent
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7 :M. 100 bp Ladder 1;1~20. Z4324H 4 2017-116( ) x 2018-31( &) F, Jaft
Note : M. 100 bp ladder 1;1-20. Hybrid combination 2017-116 (female) x 2018-31 (parent) F, offspring
3 5|4 AhTE0544 3232 H & 2017-116( £) x 2018-31( ) F, K9P HER
Fig.3 Amplification result of the F, generation of the hybrid combination 2017-116 (female) x2018-31 (male) of primer AhTE0544

M 1 2 3 4 5 6 7 8 9 10 11 12 13 14

600 bp
500 bp

400 bp
300 bp

200 bp
100 bp

7 :M. 100 bp Ladder 1;1~14.2017-116,2018-31,2020-46 ,2014-26 , 7 1£ 9,2020-48 ,2019-33 ,2020-45 , % £ 50,2020-47 ,2019-33 ,2019-67 ,
2019-75.2019-36
4 514 AhTE0S77 ZEs22R R g i
Fig.4 Amplification profile of primer AhTE(0577 in parent
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Note : M. 100 bp ladder 1;1-18. Hybrid combination Jihua 9 (female) X 2020-48 (male) F, offspring
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Fig.5 Ambplification result of the F, generation of the hybrid combination Jihua 9 (female) x2020-48 (male) of primer AhTE0577
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Fig. 6 Amplification result of the F, generation of the hybrid combination 2019-33( female ) x2020-45 ( male) of primer AhTE0544
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