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Composition and Quality Analysis of Wheat Strain HMW-GS in Shanxi

WANG Qian, REN Wen-bin, XIE San-gang ( Institute of Cotton,Shanxi Agricultural University, Yuncheng, Shanxi 044000 )
Abstract
strains during breeding, SDS-PAGE technology was used to analyze the composition of high-molecular weight glutenin subunits of 62 selected
wheat strains. A total of 8 HMW-GS were detected in 62 tested strains. Among them , there were 2 subunit types at the Glu-Al site,subunit 1 ac-
counted for 79.03% and subunit Null accounted for 20.97%.There were four subunit types in Glu-B1 locus,and the subunit 14+15 (35.48%)
was the main type.There were 2 subunit types at the Glu-D1 locus,namely, subunit 5+10 (38.71%) and subunit 2+12 (61.29% ) .The results
of quality trait analysis showed that protein content of 62 wheat lines ranged from 12.53% to 16.56% ,wet gluten content ranged from 26.95%
to 37.95% ,and sedimentation value ranged from 21.20 to 42.86 mL.The quality of Glu-A1 site was significantly improved.Glu-B1 site had the

In order to further understand the composition and quality of high-molecular-weight glutenin subunits (HMW-GS) of Shanxi wheat

potential to be explored.The quality of Glu-D1 site was not improved.
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Table 1 The genotype of HMW-GS compositions
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Subunit Number Percentage
composition of strains %
1/72+12/14+15 17 27.42
1/2+12/7+8 12 19.35
Null/2+12/7+8 2 3.23
Null/2+12/7+9 3 4.84
1/72+12/17+18 3 4.84
Null/2+12/14+15 1 1.61
1/5+10/7+9 8 12.90
1/5+10/7+8 6 9.68
1/5+10/17+18 3 4.84
Null/5+10/17+18 3 4.84
Null/5+10/14+15 4 6.45
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Fig.1 SDS-PAGE of HMW-GS in selected wheat materials
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Table 2 Allele of HMW-GS
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Locus Subunit . .
of strains %
Glu-A1l Null 13 20.97
1 49 79.03
Glu-B1 17+18 9 14.52
14+15 22 35.48
7+8 20 32.26
7+9 11 17.74
Glu—D1 2+12 38 61.29
5+10 24 38.71
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Table 3 Quality traits of the wheat
B g EAREE WS E R[N
i L b Protei Wet glut Precipitati
Quality index rotein et gluten recipitation
content//%  content//%  number//mL
SEHI{E Average value 14.45 32.98 31.89
FrifEZE Standard deviation 1.24 2.83 5.29
s G Z K Coefficient 1.03 1.01 1.02
of variation
AR SENFEE Variation range  12.53~16.56  26.95~37.95  21.20~42.86
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