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Abstract
polyphyly and share very little in common with one another. As the development of sequencing and pure culture technology,since Cohn estab-

(1. College of Modern Agriculture and Ecological Environment, Heilongjiang University,

The genus Bacillus has long been recognized as a taxonomic and phylogenetic anomaly as its different members exhibit extensive

lished the genus Bacillus ,many novel strains have been isolated from various habitats,and some members of this genus have been reclassified
into other genera. Bacillus spp. was widely distributed in different natural environments because of its spore producing. Halophilic and alkaliphi-
lic bacillus have become a type of double extremophiles functioning optimally in saline and alkaline habitats. Under the dual pressure of salinity
and alkalinity , through long-term evolutionary selection,these microorganisms have formed unique metabolic pathways of bioactive substances,
new regulatory mechanisms and new gene type related to these physiological and biochemical characteristics. Therefore,in this paper,the dis-
covery history , distribution and classification status, physiological and biochemical characteristics and application prospects of halophilic and al-
kalophilic Bacillus spp. were reviewed , in order to provide reference for the exploration of new species resources and the development and utili-

zation of functions of halophilic and alkalophilic Bacillus spp.
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1 Bacillus subtilis FEE X R mER
Fig.1 Gram staining results of Bacillus subtilis

2 Bacillus dagingensis 7= DSM medium 752 _t R AS45E
Fig.2 Morphological characteristics of Bacillus dagingensis in
DSM Medium 752
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