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Abstract  Apostichopus japonicus is one of the precious traditional seafoods in China. At present, the artificial breeding technology has been
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relatively mature, but the culture industry still faced many problems, such as lack of quality control methods, frequent outbreak of diseases,
excessive use of antibiotics and so on. Intestinal microbiota of A. japonicus have been implicated in a number of host physiological functions
such as nutritional digestion, immune defense and intestinal regeneration. So in the process of aquaculture, healthy intestinal microecology was
one of the key factors to ensure the survival rate and nutritional quality of A. japonicus. Many studies have shown that the composition and
function of intestinal microbiota was affected by growth stage of A. japonicus and external environment factors. Based on this, this paper sum-
marized the research status of structure, physiological function and influencing factors of A. japonicus intestinal microbiota in China and a-

broad, in order to provide a theoretical basis for the scientific breeding of A. japonicus.
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