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Study on Anatamosis Group and Tebuconazole Effect of Target Spot on Tobacco in Guizhou
NIE Zhong-yang, LIN Song,ZU Qing-xue et al
Abstract
tect the efficacy of tebuconazole on plate,isolates of target spot pathogen was purified from Kaiyang, Guizhou. The morphology was observed by
microscope and ITS fragment was sequenced, and inoculation test was conducted. Phylogenetic study was done between ITS sequences of

(Kaiyang Branch Company, Guiyang Tobacco Company , Guiyang , Guizhou 550300)
In order to identify the pathogen of target spot on tobacco in Guizhou,classify the anastomosis group of Rhizoctonia solani,and de-

Guizhou isolates and references. Mycelia inhibition test was also accomplished on media with seven concentrations of tebuconazole. There were
15 isolates purified from Kaiyang, Guizhou,with T-shape hyphal branching and high similarity of ITS sequence compared to references of R. so-
lani from GenBank. All Guizhou isolates were clustered with AG-3. The ECj, of tebuconazole of all 15 isolates was less than 0. 003 mg/mL. Leaf
spot diseases occurred in Kaiyang and other regions in Guizhou were identified as target spot,with Rhizoctonia solani as pathogen. Guizhou iso-

lates were in AG-3,the same as most provinces in China. Tebuconazole had high effect on target spot,which was useful for further field study.
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Table 1 Information of Rhizoctonia solani isolates with ITS sequences
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Fig.1 Symptoms of target spot of tobacco leaf from Guizhou
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Fig.4 Phylogenetic tree on ITS sequences of Rhizoctonia solani
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