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Abstract Sugarcane mosaic disease is a leaf disease of sugarcane. After infected the virus can be distributed throughout the infected cane.
The disease is a highly contagious viral disease that ravages the world’s major sugarcane producing countries and regions. It affects the normal
growth of sugarcane, reduces the content and yield of sucrose, and causes serious economic losses. Therefore, the disease and harm of sugar-
cane mosaic disease, pathogenic biological characteristics of sugarcane mosaic disease, host and transmission of virus, pathogen identification
and detection, prevention and control of sugarcane mosaic disease and other aspects were summarized, and the prospect of future research was

made, hoping to provide reference for related research.
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