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Effects of SbGA200x1,SbGA200x3 and ShGA20x3 Genes on the Expression of Gibberellin in Sorghum Varieties

SHANG Jing,LU Jin-yu,PANG Hong-bo et al (School of Life Sciences,Shenyang Normal University , Shenyang, Liaoning 110034 )
Abstract [ Objective] To study the effects of SbGA200x1,SbGA200x3 and SbGA20x3 on the expression of gibberellin in sorghum varieties.
[ Method ] Different sorghum varieties were used as test materials (9544.7057 was used as the male parent and different female parents were
crossed to obtain offspring : Liaoxialiang 1,Liao 2297, Liao 2697, Liao 5397,01-26B ;and 01-26A was used as the female parent crossing with
different male parents to obtain offspring; Liaoza 35,0-01,9544.7057,3550, Liao 2697 ) . Real-time fluorescent quantitative PCR technology was
used to compare the expression levels of SbGA200x1,SbGA200x3 , and ShGA20x3 genes between different periods (joining stage , heading stage,
maturity stage) and different varieties of sorghum. [ Result] The gene expression pattern of SbGA200x1 gene in the same male parent and differ-
ent female parent sorghum groups basically accorded with heading date>mature stage>joining stage ;the gene expression law of SbGA20x3 gene
in the same male parent and different female parent sorghum groups basically accorded with heading date>mature stage>joining stage ,the gene
expression pattern of SbGA20x3 gene in the same female parent and different male parent sorghum groups basically accorded with jointing stage
>mature stage>heading stage. However,the gene expression of SbGA200x1 gene in the same female parent and different male parent sorghum
groups and the gene expression of ShGA200x3 gene in various varieties of sorghum did not find obvious regularities ,and the relative expression
levels of genes in each period showed no significant difference among most varieties. [ Conclusion ] This study revealed to a certain extent the
gene expression regularity of SbGA200x1,SbGA200x3 and SbGA20x3 genes in multiple sorghum varieties at various stages,and provided enlight-
enment for further research on the mechanism of the small gene family that regulates gibberellin levels.
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Fig.1 Regularity of gene expression of SbGA200x1 gene in various sorghum varieties at various stages
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Fig.2 Regularity of gene expression of SbGA200x3 gene in various sorghum varieties at various stages
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Fig.3 Regularity of gene expression of ShGA20x3 gene in various sorghum varieties at various stages
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