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Abstract

variety Gui 9B and japonica rice variety Reyan No. 2 as parents. Taking coleoptile length as the phenotypic data of submergence tolerance in

100 recombinant inbred lines (RILs) families of Gui 9B / Reyan No. 2 were constructed as mapping population using indica rice

rice ,two QTLs for submergence tolerance in rice were detected on chromosome 6 and 9 by using complete interval mapping. They were named
qGS-6-1 and ¢GS-9-1 in turn. The LOD values of the two loci were 2. 89 and 2. 51,and the contribution rates were 12. 03% and 10. 52% re-
spectively. The ¢GS-6-1 allele was derived from Gui 9B, and the ¢GS-9-1 allele was derived from Reyan No. 2. This study provides an important

theoretical basis for cloning genes controlling submergence tolerance and breeding rice varieties suitable for direct seeding.
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Fig.1 Distribution of coleoptile length of Gui 9B/Reyan 2 RILs

after 7 days of growth under flood resistant conditions
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