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Abstract

sole, and the isolated strains were identified by 16S rDNA sequence analysis. Two strains of high-efficiency nitrifying strains were obtained by

(Tianjin Fisheries Research Institute, Tianjin 300221 )
Seven strains of bacteria were isolated and purified from the biological filler in the tail water treatment system of half-smooth tongue

detecting the ammonia nitrogen removal ability of the seven strains, and morphological observation and preliminary research on denitrification
effect of aquaculture tail water were carried out. The results showed that seven strains of bacteria were isolated and purified, which were Bow-
manella denitrificans (WY1) , Alteromonas macleodii (WY3) , Halomonas xianhensis ( WY4 ) , Sulfitobacter dubius (WYS5) , Pseudoalteromonas
luteoviolacea (WY6) , Pseudoalteromonas rubra (WY8) , Pseudomonas stutzeri (WY10). According to preliminary screening, strain WY10 and
strain WY4 had significant ammonia nitrogen removal ability, with removal rates of 53.99% and 64. 52%, respectively. The gram staining re-
sults showed that both strains were gram-negative bacteria. After 24 h treatment of tail water, the removal rates of ammonia nitrogen, nitrite ni-
trogen and nitrate nitrogen of WY4 strain were 95.36%, 99.65% and 86.53% , respectively. The removal rates of ammonia nitrogen, nitrite
nitrogen and nitric nitrogen of WY10 strain were 72. 89% , 94.40% and 82.90%, respectively. The denitrification effect of the two strains in
24h was remarkable. Therefore, the two nitrifying bacteria screened in this study have potential application value in regulating the tail water of
mariculture.
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Fig. 1 The NH,"-N removal rates of each strain in heterotrophic
nitrification medium at 24 h
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Fig.2 Gram stain graph for strains WY4(a)and WY10(b)
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Fig.3 The scanning electron micrograph of strains WY4(a)and WY10(b)
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