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Rapid Molecular Biology Identification of the Sex of Macaw

ZHU Xiang-lei, WANG Ying-ying, ZHOU Li-chen (Shanghai Zoo, Shanghai 200335)

Abstract Primers 2550F/2718R were used to amplify CHD gene of Ara ararauna and Ara chloropterus in Shanghai Zoo by PCR. Agarose gel
electrophoresis results showed that the male individuals amplified one band with the length of 647 bp, while the female individuals amplified
two bands with the length of 630 and 411 bp respectively. The male-female ratio of A. ararauna was 10:17. The male-female ratio of A. chlo-
ropterus was 5 :4. This method could accurately, quickly and effectively identify the sex of two species of macaw, and provide the basic sex in-

formation for the feeding and breeding of macaw population.
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Fig.1 The amplification results of CHD gene in macaw
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Fig.2 Sex identification results of macaw
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