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Abstract Anthurium andraeanum is the second largest tropical ornamental plant after orchid. The color of spathe is the main target character
in Anthurium andraeanum breeding, which is closely related to the anthocyanin type and content. The results show that anthocyanins are one
of the main pigments affecting Anthurium andraeanum spathe color, and its biosynthesis is regulated by both structural and regulatory genes. In

this paper, the research progress of anthocyanin biosynthesis related structure and regulatory gene cloning and function in anthocyanin biosyn-
thesis in Anthurium andraeanum was reviewed, which could provide guidance for molecular breeding of anthocyanin biosynthesis in Anthurium

andraeanum.
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Fig.1 The biosynthesis pathway of anthocyanin
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