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Advances on Cloning and Function Study of Plant MYC Transcription Factor
WANG Yan,NA Jie

Abstract As one member of the plant bHLH family ,MYC transcription factor, which is studied widely, plays vital roles in plant growth and
development, stress tolerance , secondary metabolite synthesis and hormone signaling pathway. With the gradually cloning of MYC transcription
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factor from different plants,some researches such as applications in gene engineering and metabolism engineering,improvement of tolerence a-
gainst non-biological stress and production output of active pharmaceutical ingredients in order to meet the need of current production become
research highlights. Advances on studies in recent years on cloning methods and diversity regulating functions of plant MYC transcription factor

were reviewed in this paper.
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