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Abstract
were constructed by homologous recombination, AMaMAT1 and CP strains were obtained by Agrobacterium tumefaciens-mediated transforma-
tion, and the germination, sporulation, UV-B, heat shock tolerance and virulence of MaMAT1 were analyzed. The results showed that the dis-
ruption of MaMAT1 did not affect the germination, UV-B and heat shock tolerance, however, the sporulation and virulence significantly de-

Using Metarhizium acridum as the experimental material, the function of MaMAT1, knock-down and complementation of MaMAT1

creased compared to WT.
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Fig 1 Conserved domain and phylogenetic analysis of MaMAT1 from seven different Metarhizium
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