ZHR M RIS, J. Anhui Agric.Sci. 2021,49(4) :92-95

/.

3THERANEAAH PPARGCIA EEMN A FERIEHAR

% %%1,2,3’7]-%&1,2’]%—_‘ }&1’2* ,Xlgﬂé:\3,’§?é}él’z,ﬁiﬁﬂm3,j}j§ij}él’2

(LA ZMR R WIE R I, 7w B W] 65020152, 4 %2 AV E REAR T 1 5500 %, i B W] 65020153, & B R R 3 MR 2 B , e A W] 650201)

HE [B#]4R% PPARGCIA AW mRNA £RA K L EZHFT R SEKF R REIA AL P L F R EIAE, A HFR RGIK Fe
BANREA T RIS AE . [ Fik | R A RN EREE PCRERSM LA R LERFTR SEAERIAFEREGC A1 P
HERENLI 2127 F PPARGCIA A H) mRNA Rk &, [ 4R M EF86938 K, PPARGCIA A B £ 3 A+ & K AUA + IR % L e Rk A
P, BEHRFRAEO6 A 1 FHERMTHELEREEZS T LA XFBEKER(P<0.01), [£48]PPARGCIA L F AN A
F AL S LRI AR P A AR TR . ZAT R &R T AR R I F BN S I ARAR R AT AR e A e B
R4IE KRR PPARGCIA A B s % A R LA AR Cbysgz p3AL
HESEE S8292  XHEFRIAE A LN
XEHES  0517-6611(2021)04-0092-04
doi ;: 10.3969/].issn.0517-6611.2021.04.024

Developmental Expression of PPARGC1A Gene in Different Muscles of Three Police Dogs
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Abstract [ Objective ] The aim of this study was to investigate the development expression laws of PPARGC1A gene mRNA in different muscle
tissues of Kunming Dog, Malinua Dog and German Shepherd Dog, and provide theoretical reference for studying the formation mechanism of
muscle and motor ability of dogs.[ Method ] The expression quantity of PPARGC1A gene mRNA in the gluteal and leg muscles of Kunming Dog,
Malinua Dog and German Shepherd Dog at 6 month-age and 1-year-age was detected by real-time fluorescence quantitative PCR. [ Result]
PPARGC1A gene was gradually increased in three kinds of muscles with the increase of age. The expression level of gluteal leg muscle in Ma-
linua Dog was significantly higher than that in Kunming Dog and German Shepherd Dog ( P< 0.01). [ Conclusion] PPARGC1A gene played an

important role in muscle development and intramuscular fat deposition. The results of this study could provide theoretical reference and research

basis for the study of muscle development and intramuscular fat deposition.
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