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Construction of Biochemistry Course with Innovation Education as the Core
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Abstract Biochemistry is a basic course for biology, food, medicine and other related majors. In order to build a first-class national under-
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graduate course that meets the requirements of the new era, it was proposed that the improvement of student’ s creative ability should be used
as the core to improve the high-order characteristics of biochemistry teaching, improve the innovation of teaching content and teaching mode,
and increase the degree of challenge for students to learn biochemistry. At the three levels of high-order characteristics, innovative and chal-

lenging degree, the students’ spirit and ability of in-depth analysis, bold questioning and innovation should be cultivated.
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Fig.1 Superoxide dismutase in soybean
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