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Abstract
salicylic acid (SA) ,methyl jasmonate (MeJA) and wounding induction ,respectively.[ Method ] Total RNA was extracted from the two tobacco
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[ Objective ] To study the expression of sm-Nvas homologous genes in two tobaccos , Nicotiana sylvestris and Nicotiana attenuata , after

leaves treated with SA,;MeJA and wounding using Trizol method, and then reverse transcribed into cDNA.The expression of sm-Nvas homologous
gene was detected by real-time fluorescence quantitative PCR and the data were analyzed.[ Result]Based on analysis of the expression level of
sm-Nvas homologous genes in tobacco leaves, it showed that salicylic acid, methyl jasmonic acid and wound treatment could regulate the expres-
sion of sm-Nvas homologous genes.[ Conclusion ] After SA,MJA and wounding treatment of Nicotiana sylvestris and Nicotiana attenuata tobacco,
the expression of sm-Nvas homologous gene increased. After 8 hours of treatment, all the expression levels changed significantly, and reached the
peak at about 12—16 hours.This will lay an important foundation for studying the function of sm—Nvas and its homologous genes in tobacco.
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