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Abstract

In non-stress high temperature , higher plants will undergo a series of morphological changes to adapt to such environmental condi-

tions , which is called thermomorphogenesis.The study of thermomorphogenesis molecular mechanism can provide theoretical basis for heat-re-

sistant breeding, which is particularly important in the context of global warming. Higher plants have evolved a complex set of signal transduction

pathway of thermomoerphogenesis for correctly responding to high temperature.In this paper,the molecular mechanism of upstream signal trans-

duction pathway of thermomoerphogenesis was reviewed ,and the future research direction was also discussed.
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