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Abstract

ry and the ecological environment.Obtaining a large number of complete genomes is the basis for molecular biology research of L.chinensis. First-

Leymus chinensis is a grass species that is widely distributed on grasslands in northern China. It plays a vital role in animal husband-

ly ,the commonly used methods for extracting plant genomic DNA were summarized and analyzed. Then, the common adsorption column meth-
od, improved SDS method and CTAB method in this laboratory were used to extract a large number of L. chinensis genomes.The results showed
that the improved CTAB method required a 50 mL centrifuge tube for large-scale extraction. The genomic DNA was less broken when the cen-
trifugation speed was selected at 5 000 r/min. At the same time ,the genomic DNA was finally picked out with a capillary, which not only im-

proved the DNA yield,but also ensured the integrity of the DNA, and improved the purity.
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Table 1 Concentration and purity of L. chinensis genomic DNA by
different extraction methods

PRI i3 s

Method of Concentration 0D,/ 0D

extraction ng/mL

B FE L Adsorption column method 163 1.85

PR SDS 32 Improved SDS method 1750 1.66

Pt 2 CTAB % Improved CTAB method 3363 1.91
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