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Expression of Human Lysozyme in Pichia Pastoris and Its Antibarterial Activity ir vitro
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Abstract
studied.The recombinant vectors were shown to be correct through double enzyme digestion and sequencing identification.To electro-transform

( Guangzhou Institute of Microbiology , Guangzhou , Guangdong 510663 )
The screening, expression and activity identification of constructed recombinant human lysozyme eukartic expression vectors were

the pichia pastoris GWDL strain, through G418 resistance flat screening to obtain high expression of high-efficiency strains, the expression
product( 15 ku) was consistent with the expected results after induced expression, detection of protein content and in viiro antiseptic detection,
we obtained No. SMD1168-pPIC9k-HLZ high titer strain with a titer of 1 907 U/mL;To detect the sample GWDL minimum bacterial concentra-

tion (MIC) for five bacteria by using Recombinant human lysozyme preparation ,the minimum concentration of micrococcus luteus was better,

indicating that recombinant human lysozyme in pichia pastoris successfully expressed,the activity was more stable.
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Table 1 MIC test results of recombinant human lysozyme preparations

for five pathogenic bacteria
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