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Abstract

transformation of arsenic. The use of microorganisms to repair arsenic pollution has great potential and is also a research hotspot in the preven-

Microorganisms are widely involved in the geochemical cycle of arsenic, which has an important influence on the migration and

tion and control of arsenic pollution. The geochemical cycle of arsenic under the action of microorganisms and the mechanism of microbial re-
mediation were reviewed, and the remediation potential of various microorganisms for arsenic pollution were analyzed. Finally, the existing

problems and the future development of microbial remediation of arsenic pollution were prospected.
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