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Research Pprogress on the Structure and Formation of Paraspeckle of Nuclear Bodies

LIU Chen (Medical Research Institute, Wuhan University, Wuhan , Hubei 430071)

Abstract There are complex subnuclear structures within the nucleus that differ in structure and spatial distribution to participate in specific
biological processes. Paraspeckle is an irregular nucleosome built on NEAT1, a long non-coding RNA. NEAT1 and paraspeckle proteins are
arranged in space to form nucleosomes. Paraspeckle and its components control gene expression in many cellular processes, including differen-
tiation and some stress responses, by retaining specific proteins and/or transcripts in nucleus. By summarizing the research results of pa-
raspeckle in recent years, this paper reviewed the research progress in the structure and formation process of paraspeckle, providing a theoreti-

cal basis for further exploring the mechanism of paraspeckle regulating physiological processes.
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