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Abstract Plant B-galactosidase is a kind of glycoside hydrolase, which can remove terminal B-D-galactose residues from the non-reducing
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end of B-D-galactan or the branched side chain of oligosaccharide. It is widely distributed in various plants and participates in plant growth and
development through remodeling cell walls. In this paper, the latest advances in biochemical and molecular biology of plant B-galactosidase
were summarized. The structure domain, catalytic mechanism, biochemical characteristics, subcellular localization and expression patterns,

physiological functions and so on were described in detail.
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Table 1 Chemical characterized plant BGALS in vitro or in vivo exper-

iments
ez P FFR EZ PN
No. Source Name Reference
1 ARIF AtBGALI [22]
2 URIIF AtBGAL2 [23]
3 URIIF AtBGAL3 [22]
4 PARIIF AtBGALA [22]
5 PIRGHF AtBGALS [23]
6 EUNEPAS AtBGALG [5]
7 EPNEPS AtBGALI0 [6]
8 ENESPS AtBGALI2 [22]
9 i TBG1 [25]
10 i TBG4 [26]
11 Fhi TBG5 [26]
12 Fi TBG6 [27]
13 iR FapGall [28]
14 B FaBGal2 [28]
15 ¥ FaBGal3 [28]
16 B FaBGald [29]
17 R PBGI [30]
18 SR pABG1 [31]
19 EAN RsBGALL [32]
20 IKFE OsBGALI [33]
21 IKAF 0sBGAL2 [33]
2 IKAF 0sBGALI3 [10]
23 oy BGALI/1I/11I [34]
24 FrE MA-Gal [35]
25 Tk BGAL [36]
26 itk BGALI [37]
27 i DkGALIL [38]
28 T CpGAL [39]
29 Wi PsBGAL [40]
30 s BGAL [41]
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Table 2 Functional characterized BGALs genes in plant

) FER K GEAB PR R Fe TR R T 20 O BE 1 3224 ES BN
Plant Gene name Mutant or overexpression phenotype Cell wall composition change Reference
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