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Regulation Research of Lycium ruthenicum Polysaccharide on Gut Microbes in HFA Mice

WANG Li,LIN Zhi-yu,PANG Xu-tao et al (College of Science and Technology , Nanchang University , Nanchang, Jiangsu 330029)
Abstract [ Objective ] To study the effects of different concentrations of Lycium ruthenicum polysaccharide on the gut microbes of HFA mice
using the source-based mice ( HFA-mice) as a research model. [ Method ] A healthy volunteer was recruited to construct a HFA mouse model
by inoculating the volunteers’ faecal suspension, 40 HFA mice were randomly divided into four groups,with the Lycium ruthenicum polysac-
charide low dose group (CT-LPL) infused with polysaccharide 50 mg/kg,and the Lycium ruthenicum polysaccharide medium dose group ( CT-
LPM) infused with polysaccharide 100 mg/kg,the high-dose group of Lycium ruthenicum polysaccharide (CT-LPH) infused with polysaccha-
ride 200 mg/kg,the normal control group ( CT) infused the stomach with the same volume of saline every day. The weight changes of each
group of mice were recorded during the experiment, execution of the mice after 21"™ day, the samples were tested for various indicators.
[ Result | Compared with the CT group, the weight of the mice in the CT-LPM group decreased significantly , showing significant differences (P<
0.05) ,the number of Lactobacillus and Bifidobacterium in the intestines of the HFA mice in the CT-LPM group increased , the number of Enter-
obacteriaceae and Enterococcus decreased,and the difference was statistically significant (P<0. 01) ,the content of intestinal mucosa sIgA in
the CT+ LPM group was significantly higher than CT group (P<0.01). [ Conclusion | Lycium ruthenicum polysaccharide can improve the envi-
ronment of intestinal microbe in HFA mice,which have a probiotic effect,and can also promote the secretion of slgA in HFA mice.
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Table 2 The change for mouse body weight in all groups (n=12) ¢
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Table 3 The bacterial counts in HFA mouse intestine (n=12) lg(CFU/g)

415 XUBHF R FLERFTH JkT 7324%)
Group Bifidobacterium Lactobacillus Enterobacteriaceae Enterococcus
CT 9.925 0£0.511 0 9.255 0+0.041 0 8.627 3+0.061 0 7.498 3+0.042 4
CT+LPH 10. 101 0+0.703 0* 9.537 0+£0.052 6~ 8.470 4£0.067 5~ 7.243 7£0.052 9"
CT+LPM 10.435 0+0.067 2"~ 9.765 0+£0.013 0"~ 8.124 9+0.005 0"~ 7.003 1+0.008 3**
CT+LPL 10.237 0+0.081 1° 9.626 3+0.047 3" 8.453 1+0.070 6~ 7.216 5+0.081 4~

5 CT HAHEEL, = = P<0.01, % P<0.05
Note ; Compared with CT group, * * P<0.01, % P<0.05
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Table 4 Contents of sIgA in HFA mouse intestinal mucosa(rn=12)

24 %1 Group OD,s sIgA//pg/ mL

CT 0.096 0+0.002 9 5.378 7£0. 114 5
CT+LPH 0.097 7+0.003 2 5.747 0£0. 114 7"
CT+LPM 0.118 3+0.003 1 6.230 7£0. 114 5~
CT+LPL 0. 108 0+0.002 5 5.794 0£0.094 6~

245 CT 2HAHELAL, = = P<0. 01, * P<0. 05
Note ;: Compared with CT group, * * P<0.01, % P<0.05

3 it

IEAER , Wl TR T N A i 1) s ) A2 BB k)72 1)
ORTE ,— 7 THI i 38 R AU i A A, 981 A4 R8s 7
— 7 T N2 1) S e 2 PR 1 B A 2 2 A il i) B e
Jo FLBETS JORETER B AE L IR R [ 2R
AEAR R R B K G FE R R 22—, B IS & A Bk A 1
TR REZ A B H IR S R ORI 2 )
Ji T8 PR AR RIS 2 B3 Ao B8 A A W T T P A T UK SR
SR BT YIRS IR R ] DU S X S Se P i
SERARCTBE ™ o RIS RIS £ B 25 % N 2695
SIS G R 5 TR 7 ik (B 3h W 5 N 1 18 T R
FPORTE], A= AR A I B 22 5 o 1A 1 PR A L DR
SRy | Lo S8 S R R I 5 i S i A 28 T T S A
Pk,

[ 8 A EAE LA I 18 T A AE B A A, AR LR TE 84K
U, 1T SUEE T B RN ZLAT 8 R P 3 e R O EAC TR, T 00 D B
TENDIE R ETE , 4EF5 I B AR AP . ek, 551
ZHAHELHE,3 A2 HFA /N BUBAE P SUS AT B LR AT
PR AR W] 1S (P<0. 05 5 P<0. O1) , 7T B Al 3k
RECR /D (P<0.05) , Ui U] R AFC 2 WERE S 5 35 1 1B TR R
S PN DA A 2o R BT B R 2L R T B 1 1, 41 1
FFE AR T 1 251, e 3 25 4= e e o

slgA SR L %) BB E A M IR i
BB, T DARH. (2% ol oA 5P A BT B A5 20 T
R A ks, 525 HAUM B, 3 AR 4] HFA /N EL
[ R sTgA & B ARG N (P<0. 05 B P<0.01) , LI SR AIAL
B HEA /NGUA TN STgA 195700 3 HEA /1 BULG
ERSEIIRE. AR sTgA L0 738 T A7 I 19 7 H, W]
DAGE 3 gy 18 T E -, BEL 1 B rh AR B T R A, 2 —
AR B E R MR SR LA )

S 30k

(1] VESERAL BRDEEE, SRA L. FRAIC R S A R 55 S B s s LA L
gL )] felitRi,2009,34(2) :203-207.

(2] sKESHE, 2R BT RAEREO HpT s iR e [ T]. &
T0ll,2014,35(12) .88-91.

(3] ZERaHS, XHRZE. PRS2 A B & AR O A E T S X A )
SNl ]. SRE AR, 2005,26(3) :21-25.

[4] P, 5kE= RA TR N E A A RTR T ERIL) . Ry
Gt RE ,2016,44(3) :49-53.

[5] AR, ZERIRK, iR, 6. T S s I R R miE s
AT E AT L) ] FREREES SR, 2011,23(5) 1423-425.

[6] sk#h, 5lgT , FRER, 5. HaZ p-HREL SR ER AL
NSRRI E AT TR AT ] ek, 2015,36(9) - 146—
153.

(7] RG22 CRE, 4 IR HIFA /NS a7 [ ] IR
HEFSA4ER,2012,24(4) :289-291.

[8] 25405, 360 betyi, 6. BRARMIC SR T Z L HERET 2
SRR T]. A HE415E24,2017,13(5) :16-20.

(9] SRS, ALE S 5, 5. PARARIR] i Z NS AR B AR A fr d
S SIEREREI IR ] AR AR, 2013,25(4) :376-380.

[ 10] sk, bk, sk, . S B RGNS (R I E L) .

EEBERIAE,2008,29(1) :85-86.

[11] sky, 0 R, 5. Rt Lt B 2 ot G I NG s e

TN IR GE ER S T A BOsEmi ()], B Rba2,2015,36(5) : 148~

152.

[12] TILG H,MOSCHEN A R,KASER A. Obesity and the microbiota[ J ]. Gas-

troenterology 2009, 136(5) ; 1476—1483.

[ 13] SKEUL, XN B BRI M AR IO RIS R & A R TR R Y

HEAWERLT]. BiEREE,2007(3) :75-80.

[14] BAKKEN J S. Fecal bacteriotherapy for recurrent Clostridium difficile in-

fection[ J ]. Anaerobe,2009,15(6) :285-289.

<

(8% 177 7)

EAREN S eI EREES U R LN ET iy

LR T TEHRAER B R & BT TP T R2F

5% Uk

(1] o, ¥ e ik, kb8, 55, o B R0 BRI AU b vk 2 S ot
[J]. rhEfR AR SHE,2017,19(10) :59-65.

[2] AHE. KEHERE AR SR SRR LR R D] 7 : MK
=4 2017,

(3] VU, DRE , 41ED. RDKRE R S8 AR e ATt ]. &b
Pl AEE2A 200 3,34(4) :378-381.

[4] THE, k{1, B2, 5 KRGS QWA S EXRIR &I &2 00
[J]. FhEfe3mR,2008,24( 1) :89-92.

[5] Wi, DR 828, 5. UK E A AR ) & MRS B
RIS T ]. Fdefall A4, 2006,37(2) - 145-150.

[6] By, AR I A 2T D] @t dimInieies,
2008.

(7] SKJSHT. MUREPR S TR TR B BRSBTS [ D 1. Ak PU) |
Al kE#,2012.

[8] MANDAL S,MANDAL R K. Seed storage proteins and approaches for im-
provement of their nutritional quality by genetic engineering[ J]. Current
science,2000,79:576—589.

[9] REE,AT/ININ. FEDKE TR SE SR M. dest. i Efll IR
11,2008 1-10.

[10] Lhgdt. JUMrpc RAEZ KRR PHAEE L AEEAIRE[ D). SE7 AE R

.2005.



