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Abstract

expression vector pPCAMBIA1305. 1-sm-Nvas was constructed, and transformed to recipient variety YTB by Agrobacterium-mediated callus

(Key Lab for Biotechnology of State Ethnic Affairs Commission, Hubei Provincial Key Labo-

[ Objective ] To investigate the resistance of tobacco vascular bundle related gene sm-Nvas to rice blast. [ Method ] A plant binary

transformation. The resistance of the transgenic positive plant was investigated after inoculation with the rice blast fungi. [ Result]The pCAM-
BIA1305. 1-sm-Nvas binary over-expression vector was successfully constructed, and the transgenic YTB with sm-Nvas was obtained. The scab
of the transgenic plant was smaller than that of the receptor variety YTB after inoculation of rice blast fungi in vitro. [ Conclusion ] The transgen-

ic rice with sm-Nvas gene is resistance to rice blast.
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