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Abstract Genetic transformation technology of Camellia sinensis refers to the process of using recombinant DNA technology, cell tissue culture
technology or germplasm system transformation technology to purposely insert a foreign gene or DNA fragment into the recipient genome of Ca-
mellia sinensis and express it in the progeny plants.It played an important role in genetic improvement and variety selection of Camellia sinensis.
We reviewed the system of receptor regeneration and genetic transformation of Camellia sinensis in vitro ,and recent advance in genetic transfor-
mation of Camellia sinensis were discussed.And also revealed the problems of low transformation efficiency and difficulty in vitro regeneration of
the current genetic transformation research institute of Camellia sinensis.Consequently , planta agrobacterium mediated was proposed to achieve

the purpose of optimizing the genetic transformation system of Camellia sinensis.
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