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Research Progress on Cold Resistance Mechanism of Camellia sinensis and Its Application
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Abstract Camellia sinensis was originated in the tropical and subtropical regions, which was suitable in warm rather than cold area. When
planted in Northern China, tea plants were often usually destroyed by frozen damage in cold and dry winter. Therefore, researching the mecha-
nism of cold resistance of Camellia sinensis was of great significance for the large-scale planting and yield increase of northern tea plant. In this
research, we reviewed the main physiological changes and resistance mechanism of tea plant in low temperature with the aspects of carbohy-
drate metabolism pathway, Ca® signaling pathway, ABA and CBF/DREB gene expression. In addition, application of the mechanism of cold

resistance in tea plant breeding and cultivation was also introduced.
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