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Molecular Identification of Capiscum chlorosis virus Infected Two Species of Orchids in Shunde, Guangdong Province

SHEN Yang, HONG Xu, LU Wen-gang et al ( Shunde Entry-Exit Inspection and Quarantine Bureau, Shunde, Guangdong 528303 )
Abstract [ Objective ] Field investigation and molecular identification of CaCV infected with Phalaenopsis and Oncidium were conducted, to
provide technical supports and security services for the smooth export of flowers in Shunde, Guangdong. [ Method ] Based on the nucleocapsid
(N) gene of a pair of specific primers of CaCV, the two species of orchids with suspected virus infection were identified by RT-PCR. [ Result ]
Phalaenopsis (sample No. 2, 3, 5 and 10) and Oncidium (sample No. 6) were infected with CaCV. Phylogenetic tree showed that the two or-
chids infected with CaCV and the Thai isolate of the virus were clustered into the same group with higher posterior probability. [ Conclusion ]
Capiscum chlorosis virus has been harmful in Phalaenopsis and Oncidium in Shunde, Guangdong Province, the infection of Oncidium with CaCV

is the first reported in China. Export enterprises need to strengthen quarantining and monitoring work.
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Fig.3 Phylogenetic tree constructed from CaCV amplification sequence and other virus sequences of Orthotospovirus
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