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Abstract [ Objective | To study the expression pattern of CTSP3 gene and its response mechanism to the heavy metal cadmium stress, we build
the CTSP3-GUS recombinant vector and GUS transgenic plants. [ Method ] The Arabidopsis ( wild-type) DNA was extracted, and the promoter
region gene fragment was cloned. The gene and pART27-GUS plasmid were digested and ligated into E. coli competent cells, positive clones
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were obtained by colony PCR and sequencing. The CTSP3-GUS recombinant plasmid was then transferred into Agrobacterium competent
GV3101 to obtain a positive single colony. Then, wild-type Arabidopsis thaliana was digested by dip flower method, and finally CTSP3-GUS
transgenic plants were obtained by resistance screening and PCR identification. [ Result] The gene fragment of CTSP3 promoter region was suc-
cessfully cloned, and the recombinant plasmid was constructed to obtain CTSP3-GUS transgenic plants. [ Conclusion ] The CTSP3-GUS trans-

genic plants were obtained, which laid a foundation for further studying the function of this gene in response to cadmium stress in plants.
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Fig.5 Screening for resistance of positive plants
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