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Abstract
sequences of Y.enterocolitica were downloaded from GenBank database to make multiple sequences blast by using molecular biology method.The

In order to establish a LAMP detection method with high sensitivity , specificity and applicability for Yersinia enterocolitica ,outL gene

conserved regions of the gene were determined.Based on the sequences of conserved gene,a set of LAMP primers were designed and screened
out online.The LAMP method was established after temperature optimization, sensitivity and specificity verification.The clinical stool samples of
grazing cattle and sheep were detected by the LAMP detection method. The results showed that the optimal temperature for LAMP detection
method was 63 °C.There was no cross-reactivity with Escherichia coli ,Salmonella , Enterobacter sakazakii , Staphylococcus aureus , Pasteurella mul-
tocida and Bacillus cereus. The detection limit was 100 fg of the target gene.26 positive samples were detected among 208 fecal DNA samples of
yak and Tibet sheep,the positive rate was 12.5%.These results demonstrated that a LAMP method for the detection of Y.enterocolitica with high

sensitivity , specificity and applicability was established.
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Table 1 Primer sequences of outL gene for LAMP
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Fig.1 Screening of the optimum temperature for the detection of

Y.enterocolitica by LAMP reaction
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Fig.2 LAMP specific detection results
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Fig.5 LAMP sensitivity detection results
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