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Abstract Foot-and-mouth disease is a highly contagious infectious disease caused by foot-and-mouth disease virus. Seven virus serotypes
have been identified, namely, O, A, C, SAT1, SAT2, SAT3 and Asia 1. SAT2 consists of at least 14 genetic topologies and 3 serum sub-
types. SAT2 is mainly popular in sub-Saharan Africa,mainly infected wild animals especially African buffalo. It brought huge loss to the animal
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husbandry of epidemic area. Therefore, the paper mainly reviewed the research on SAT2 FMD from the aspects of molecular etiology and mo-

lecular epidemiology, and provided theoretical basis for the prevention and control of SAT2 FMD.
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