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Abstract We cloned the SIWDR204 from Solanum lycopersicum in order to further study the function of SIWDR204. To provide clues for the
study of its function through subcellular localization. Further more we obtain the transgenic plants with down-regulated SIWDR204 gene by
RNAI technology through Agrobacterium-mediated method. Drought stress experiments illustrated that SIWDR204 gene positively regulates the
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response of plants to drought. This discovery provided a new target gene for molecular breeding and lay a foundation for elucidating the molecu-

lar mechanism of plant drought resistance.
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Note : A. The position of the tomato SIWDR204 gene on the chromosome and a partial sequence of the protein is encoded by the gene; B. The amino acid se-

quence of WD40 family member proteins
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Fig.1 The position of the tomato SIWDR204 gene on the chromosome and the amino acid sequence encoded by the gene
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Note : The upper figure shows the fluorescence distribution of SIWDR204-GFP, and its signal is distributed in the nucleus; the lower picture shows the

GFP fluorescence distribution, and the signal is distributed in the nucleus and cytoplasm
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Fig.3 The subcellular localization of SIWDR204 gene expression protein,and the fluorescence distribution of epidermal cells in tobacco leaves
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Fig.4 SIWDR204-RNAi transgenic tomato positive identification
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Fig.5 The dehydration status of tomato SIWDR204-RNAi transgenic plants and wild-type plants under drought stress
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