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Abstract
mutant from the indica restorer line RHO03 with natural mutation was discovered and termed it as wp6,the mutant and wild type were compared

[ Objective | To clear the mechanism of chloroplast development of panicle in rice (Oryza sativa L.).[ Method] A novel white panicle

in terms of agronomic trait,rice quality and chlorophyll content.F, population (wp6XxNipponbare ,1p6x9311) were constructed to study the genetic
model of mutant.[ Result ] The wp6 displayed green leaves and spike stalks,white hulls after the heading stage.Compared with the wild type, the
growth period, plant height, number of effective panicles,grain number per panicle and filled grain number per panicle of wp6 were slightly high-
er,while the seed setting rate of wp6 (66.85% ) was far lower than that of RHO03 (82.40% ).Appearance quality and cooking quality of wp6 were
slightly worse than those of RH003.There was little difference in Chlorophyll content of leaves between wp6 and RHO03 at seedling stage ,and the
white panicle of wp6 was caused by low chlorophyll a content at heading stage.Genetic analysis indicated that the white panicle of wp6 was con-
trolled by a recessive nuclear gene.[ Conclusion ] This research provides a foundation for gene mapping and cloning and function analysis of the

wp6,the phenotype of wp6 could also be favorable for rice breeding as a morphological marker.
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Table 1 Comparison of major agronomic traits between the wp6 and the wild type (WT)
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Name of Growth Plant height . Panicle length Seed setting 1 000—grain

material period //d cm of effective cm number number rate // % weight /g
panicles per panicle per panicle

wpb 125.40+1.22 115.60+2.25 7.00+0.67 22.88+1.89 272.80+4.54 182.37+4.11 66.85+1.33 19.35+0.14

RHO003 118.60+1.17 110.50+1.66 6.60+0.43 24.11£1.34 176.65+£3.22 145.56+3.12 82.40+1.56 19.69+0.13
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Table 2 Comparison of the appearance quality and cooking quality of the wp6 and the wild type (WT)
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wpb 3.696 22 0.631 31.0 7.0 233
RHO003 4.316 0.7 0.528 59.5 6.7 15.3
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Note : A.Chlorophyll contents in leaves of the wp6 and the wild type (WT) at the seeding stage ; B.Chlorophyll contents in hulls of the wp6 and the wild

type (WT) at the half of heading stage
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Fig.1 Comparison of chlorophyll contents of the wp6 and the wild type
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Table 4 Genetic analysis of white panicle mutant wp6
F,BE{K F, population
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