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Abstract

ducted on the endophytic fungi isolated from Yingehai Saltern and Dongfang Saltern in Hainan Province, to discover the halotolerant fungi a-
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[ Objective ] To study the endophytic fungi of halotolerant in the original ecosystem of saltern. [ Method ] Salt stress tests were con-

mong them. [ Result | One isolate was further identified according to morphological and ITS sequence-based phylogenic analyses, which sugges-
ted it belongs to Hortaea werneckii, a black yeast species, in taxonomy. The ferment substance under 0,2% ,4% ,8% of sodium chloride of this
isolate was studied with HPLC finger printing approach, and differential metabolites according to salt concentrations were observed. [ Conclu-
sion | The solar salterns may be occupied by idiographic microflora of endophytes, included Hortaea werneckii observed in this study, which
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maybe representative of further studies.
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Note : The strains of Hortaea werneckii are represented by a thick dotted

line, other strains are represented by continuous lines
1 ZREBEEARE NaCl RETHERKEE
Fig.1 The growth speed of tested fungal isolate against different

concentrations of NaCl
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Fig.2 The morphology of isolate Lyc29 on PDA
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Fig.3 A phylogenic tree with isolate Lyc29
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Fig.4 The HPLC finger printings from isolate Lyc29 ( wavelength 254 nm)
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