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Characterization and Structure Analysis of Tobacco B-1,3-Glucanase

LIU Biao, YANG Liu, LUO Wan-lin et al
Abstract [ Objective | To study the characteristics and structure of tobacco B-1,3-glucanase.| Method ] Tobacco was used as test material,
PROTSCALE, TargetP 1.1, NPSA-PRABI and SWISS-MODEL tools were used to determine the hydrophile/hydrophilicity, subcellular loca-
tion, secondary structure and tertiary structure of tobacco glucanas. [ Result] NtBG1 belonged to the hydrophilic protein, NtBGI-1 and NtBGI-

(Liangshan Tobacco Company, Xichang,Sichuan 615000)

2 had similar sparse/hydrophilic properties, N-terminal and central region had strong hydrophobic, NtBGI-3 only had hydrophobicity at N-ter-
minal. NtBGl contained a signal peptide with cleavage sites at amino acids 21, 32 and 29, NtBGI-1 and NtBGI-2 localized to the vacuole, and
NtBGI-3 localized outside the cell. The secondary structure of NtBGI in alpha helix proportion was the largest, followed by 36.21% , 35.14%,
35.28% , The tertiary structure showed “C” type.[ Conclusion ] The study can lay a foundation for playing the functional properties of tobacco

glucanase.
Key words

Tobacco; B-1,3-glucanase ; Structure ; Characteristics
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