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Analysis on Biological of Cysteine Protease in Tobacco

MA Shi-ming', LUO Jia-zuo’, WANG De-xun’ et al (1. Nanjian County Branch of Dali Tobacco Company, Dali, Yunnan 675700;2.
Weishan Branch of Dali Tobacco Company, Dali, Yunnan 672400;3.Dali Prefecture Tobacco Company, Dali, Yunnan 671000)

Abstract
chemical properties, phylogenetic tree and transmembrane structure of tobacco cysteine protease were analyzed by using PROTPARAM,
CLUSTAL, MEGA, TMHMM, WOLF-PSORT and SOPMA respectively.[ Result] The amino acid numbers of NtCP-3 and NtCP-4 were the lar-
gest (361), and the NtCP-5 amino acid number was the smallest (349) ;NtCP-1, NtCP-2, NiCP-3 and NtCP-4 were acidic, and NtCP-5 was
alkaline ; NtCP belonged to the stability protein, and the heat resistance of NtCP-1 and NtCP-2 were better; NtCP-3 and NtCP-4 were hydro-
philic proteins, and the rest were amphoteric proteins ; NtICP was divided into three subgroups, NtCP-1 and NtCP-2 were one group, NtCP-3

[ Objective ] The research aimed to study the biological characteristics of tobacco cysteine protease. [ Method ] The physical and

and NtCP-4 were a group, and NtCP-5 was a single group ; NtCP belonged to transmembrane protein, and NtCP-5 had 2 transmembrane struc-
tures. [ Conclusion | The biological characteristics of tobacco cysteine protease laid the foundation for extensively participating in the physiologi-

cal response of tobacco.
Key words

Tobacco ; Cysteine protease ; Biology
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