LEARWRIZ, ). Anhui Agric.Sci. 2018,46( 16) :41-43

EBINE-FEFEZEZ T6VS + 6AL S A & KB S R 547

EORBERFT BER T RIA KK
(CLLPE &AMV B2 BV E DR A WTF 5T/ A 358 8 - o DR ) 5 DR YL A5 o o 81 o B4 5286 25, L L 030031)

WE (B8] T E-5£E5 TOVS - 6AL A e hatiTA SRR AR AR, ALBE TR ERETASRGHDBAR Pn2l 44k
T B N E A S AR R, [ ok ] R MPA A 2ot T IIE L0 9P RAEBAHT T 70 MothA 6VS « 6AL iz &4k 9 & HR
B AASAMEEAGRORES T RAHL TR, [SR]LXSHXBHRDEZGEOREST REH ST AR T R E, 3
B TOVS « 6AL 4z &tk Lk 3 ANsu MR A — 26 R, KK TOVS - 6AL SR 29 QRS E @ HEEFRNEIME
FRAAAAALRR—H, LR — A0 RF R A ZAAEELE L, (LR EALRENEHEEERG Y0, Btz d s
FUHEAR 0 TR 5

R D ETOVS - 6AL Hia i ek it o sh i A SR

mESES 85121 XERIRIRAE A XEHS  0517-6611(2018) 16-0041-03

Effects of the Wheat—Haynaldia villosa T6VS - 6AL Translocation Chromosome on Quality of Wheat

PEI Zi-you, WEN Hui-qin, CHENG Tian-ling et al (Institute of Crop Sciences, Shanxi Academy of Agricultural Sciences/Key Laboratory
of Crop Gene Resources and Germplasm Enhancement on Loess Plateau, Ministry of Agriculture, Taiyuan, Shanxi 030031)

Key words [ Objective ] In order to understand the effects of the wheat-Haynaldia villosa T6VS + 6AL translocation chromosome on quality char-
acters of wheat, and to provide scientific basis for breeding high-quality and high-yield wheat varieties with powdery mildew resistance gene Pm21
in central Shanxi Province. [ Method ] Seventy wheat advanced lines carrying T6VS + 6AL chromosome and eight corresponding parents were ana-
lyzed for quality characters including protein content, wet gluten content and sedimentation value by MPA Fourier transform near infrared spec-
trometer. [ Result ] Grain protein content, wet gluten content and sedimentation value of most advanced lines were lower than those of parents, in-
dicating that T6VS - 6AL translocation chromosome had some negative effect on the above three quality traits. The protein content, high genera-
tion strains of wet gluten content and sedimentation value of advanced lines showed inconsistent trend in different crosses, and significant differ-
ence occurred for three quality traits among strains of the same cross. [ Conclusion | During parent selection and early generation selection of qual-

ity traits, we should be pay attention to wheat powdery mildew resistant breeding.
Key words Wheat; T6VS - 6AL translocation chromosome ; Near infrared spectroscopy ; Quality
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Table 1 Comparison of parent protein content, wet gluten content and

sedimentation value
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