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Abstract
pathogenicity of isolated strain was confirmed by artificial infection test,and the isolated strain was identified through physiological and biochemi-
cal tests,16S rDNA gene sequencing results. [ Result] The isolated strain YY-2017-3 was pathogenic to zebra fish,and its physiological and bio-
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[ Objective ] To make the isolation and identification of pathogen from Osteoglossum bicirrhosum with gill rot disease. [ Method ] The

chemical properties were consistent with those of Flavobacterium columnare. YY-2017-3 strain formed a single cluster with 16S rDNA gene se-
quences of F. columnare ,and it showed resistant to many kinds of antibiotics. [ Conclusion | YY-2017-3 strain was identified as F. columnare. It was
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the first report about this bacterium caused gill roll disease of F. columnare in China.
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Table 1  Physiological and biochemical test results of YY-2017-3
strain
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ez /= A s .
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g L= A PR
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Note: + stands for positive; — stands for negative
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