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Abstract
od ] Using the real-time PCR analyzed the PsSed5 expression in different developmental and infection stages. Using the PEG-mediated DNA trans-
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[ Objective ] To analyze the transcription and the gene function of PsSed5 ,one of the SNARE proteins in Phytophthora sojae. [ Meth-
formation obtained the PsSed5 silencing transformants to research its phenotype. [ Result| The PsSed5 is constitutively expressed during various

life stages and the course of infection,with the relatively highest expression levels in early infection, while the hypha from the silencing transforma-
nts growth slowly with weak pathogenicity. [ Conclusion | The results show that PsSed5 is important for growth and contributes to the full virulence

of P. sojae.
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Fig.1 qRT -PCR analysis the transcription of PsSedS of Phyto-
phthora sojae
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Fig.2 Verification of the exogenous gene integration
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Fig.3 Screening for PsSedS-silenced mutants by real-time PCR
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Fig.4 Pathogenicity identification of PsSed5S-silenced mutants
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