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Abstract
(immune inbred line) , LX9801 ( susceptible inbred line) and the derived population P, ,P, ,F, F, ,B,CF, and B,CF, as materials, we inves-
tigated the heredity of disease resistance gene and selected SSR marker to maize southern rust. SSR marker was used to assist foreground selec-
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[ Objective | To study the genetic analysis and SSR link marker screening of gene resistance to southern rust. [ Method | Using K381

tion. [ Result]The proportion of resistant and susceptible strains in F, population accorded with 3 :1 isolation ratio. And the ratio of B,CF, was
1:1. It was speculated that the resistance gene was controlled by a single dominant gene, closely linked with 2 pairs of SSR primers phi059 and
umc2018 in region 10. 02. It was preliminarily believed that the anti-rust gene of K381 located on the short side of chromosome 10. [ Conclu-

sion ] The primer phi059 can be used to assist the selection of resistance to southern rust materials.
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Table 1 Disease grade,symptoms and resistance of leaves
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Table 2 Resistance performance of 6 generation groups
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Generation Number of Number of Number of
group population resistant plants infected plants
P,(K381) 30 30 0
P,(1.X9801) 30 0 30
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F, 386 283 91
B,CF, 198 198 0
B,CF, 284 148 129
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Fig.1 Resistance distribution of F, isolated population
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Note:3 and 4 are primers umc2018,21 and 22 are primers phi059
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Fig.2 Primers screening of resistant and susceptible gene pools
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Note:1-12 are disease-resistant materials ; 13-24 are susceptible materials
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Fig.3 Using umc2018 primers to screen the resistant and sensitive materials
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Note: 1-16 are disease-resistant materials;17-23 are susceptible materials
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Fig.4 Using phi059 primers to screen the resistant and sensitive materials
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