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Comparison of Methods for Extracting Total RNA from Polyporus umbellatus Mycelium and Sclerotium Suitable for Constructing
Full-length ¢cDNA Library

LI Yang, LI Hai-na, XIA Ying et al
Abstract
NA library construction. [ Method ] The total RNA of mycelium and sclerotium of P. umbellatus was extracted by improved Trizol method and
EASY Spin plant RNA kit method ( kit method for short). [ Result]The total RNA was homogenized by UV spectrophotometer and the integrity
of the obtained total RNA was detected by 1% agarose gel electrophoresis. It was found that both methods could provide the complete total
RNA. Compared with the kit method, the total RNA extracted by the improved Trizol method was better in quality and purity, but the total
RNA extracted by improved Trizol method had higher yield. The ¢DNA of mycelium and sclerotium of P. umbellatus was successfully synthesized by
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[ Objective | To screen out the method for extracting total RNA from Polyporus umbellatus mycelium and sclerotium suitable for ¢D-

LD-PCR and distributed in the range of 1 000 —5 000 bp and 750 —2 500 bp, which satisfied the requirement of ¢cDNA library construction.
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Table 1 Comparison of quality and efficiency of extracted total RNA from sclerotium and mycelium of P. umbellatus by different methods

X% Sclerotium of P. umbellatus

22K Mycelium of P. umbellatus

Jrik K

= P
Method Sample OD a0z Productivity / pg/g ODarzo Productivity / pg/g
ik &2 EASY Spin 1 2.06 2.46 1.99 7.51
Plant RNA kit method 2 2.09 3.31 1.95 4.84
Trizol B R i 3 2.24 6.43 1.97 16.81
Improved Trizol method 4 2.26 6.94 2.19 12.47
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