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Abstract [ Objective ] To study the relationship between the polymorphism of bone morphogenetic protein receptor IB( BMPR-IB) gene and
the lambing performance of Hu Sheep. [ Method ] The genotypes of BMPR-IB gene was identified by the methods of PCR amplification , enzyme
digestion and sequencing. And the relationship between the genotypes of BUPR-IB and litter size of Hu Sheep was analyzed. [ Result ] Three
genotypes were detected, and defined as AA, AG, GG, respectively. The sequencing results showed that the allele A and G had a base muta-
tion (A746G) , and there was BMPR-IB gene’ s polymorphism (AA, AG and GG) in Hu Sheep. The frequency of A allele in Hu Sheep was
0.032, the frequency of G allele was 0.968. The frequencies of AA,AG and GG genotype were 0.006, 0.053 and 0. 941 ,respectively. The
average litter size of Hu Sheep with AA, AG and GG genotypes were 1.25, 1.81 and 1.96,respectively. [ Conclusion | BUPR-IB gene might
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be the major gene for the prolificacy of Hu Sheep, it could be used to select litter size of Hu Sheep.
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Fig.1 The agarose gel electrophoresis detection results of PCR
products of BMPR —IB gene in Hu Sheep
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Table 1 The genotype frequency and litter size of different BMPR - IB genotypes of Hu Sheep

FE2ERL Litter size

BMPR - IB F:[H %) FEAREL FE PR R AR R

BMPR - IB genotype Sample size Genotype frequency iﬁ i . H20h . T
The first parity The second parity Mean

AA 2 0.006 1.000 +0.000 ¢ 1.500 +0.500 b 1.250 £0.250 b

AG 18 0.053 1.667 +0.140 b 1.944 +0.189 a 1.810 £0.100 a

GG 322 0.941 1.875+£0.040 a 2.062 £0.761 a 1.960 +0.030 a

E RS/ NG TR 22 57 B2 (P <0.05)

Note : Different small letters in the same column indicate significant differences (P <0.05)
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