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Abstract
duck samples from Anhui Province and their EID,,, MDT and ICPI were determined. [ Result] Two strains of NDV were virulent. F gene of
two strains of NDV were sequenced by RT-PCR, and the results showed that the cleavage site of F gene of the viruses was "*RRQKRF'”
which was accorded with the amino acid sequences of cleavage site of highly-pathogenic strain of NDV. The genetic evolutionary tree analysis
of F gene showed that AH1 belonged to genotype VI, but AH2 belonged to genotype VI, which was from pigeon sources. [ Conclusion] The

(Institute of Animal Husbandry and Veterinary Science , Anhui Academy of Agricultural

[ Objective | To separate and identify newcastle disease virus (NDV) from duck. [ Method] NDV were separated from diseased

infection sources of NDV from water birds were complex, so the mixed breeding of different varieties of fowls should be avoided.
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Table 1 The determination results of the virulence of two virus strains
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Strains EIDs MDT//h 1cP1 Virulence
AH1 107! 51.6 1.72 v
AH2 1077 49.8 1.69 v
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Fig.1 RT-PCR amplification results of F gene of viruses
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Fig.2 The phylogenetic tree analysis of F gene
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