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Identification of A Strain of Salt-tolerance Halophilic Yeast from Soil and Its Interaction with Plant
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Abstract
od] A halophilic yeast YSTEn005 was isolated from the Pinus massoniana rhizosphere soil in Enshi,and it interaction with plant was explored
under salt stress. [ Result] YSTEn0O5 could grow on the medium supplemented with up to 10% NaCl,and it appeared in sensitive to K™ ;the
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[ Objective | The aim was to identify a strain of salt-tolerance halophilic yeast from soil and study its interaction with plant. [ Meth-

optimum growth temperature of YSTEn005 was 28 °C ,and growth rate was higher in medium with 4% NaCl than other series of degrees; YS-
TEn0OS was tolerant to wide pH relatively , which ranged from 4.0 to 9.0. YSTEnOOS5 was single cell pattern under microscope,and displayed
budding similar to that of yeast. Cloning its 18S rDNA and analysis the sequence indicated that the YSTEnOO5 was evolutionally close to De-
baryomyces hansenii,,which is a halophilic yeast, suggesting that YSTEn005 was from this genus. When co-cultured with plants, YSTEn0OS
growth promoted Arabidopsis seedlings dying significantly under salt stress conditions. [ Conclusion] A strain of halophilic yeast YSTEn005 is
obtained from soil,and the YSTEnOOS growth is not helpful to plants tolerant to salt stress.
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Fig.4 The interaction between YSTEn005 and Arabidopsis seedlings
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