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SRAP Analysis of 15 Provenances of Pinus contorta

WANG Qian-chun ( Liaoning Academy of Forestry Science, Shenyang, Liaoning 110032)

Abstract [ Objective] To study the gentic diversity of Pinus contorta provenance for laying the foundation for introduction of P. contorta
breeding. [ Method] Using SRAP fluorescence technique to analyze 15 provenances of P. contorta. [ Result]9 SRAP primers for fluorescent
labeling produced a total of 1 075 bands, 953 polymorphic loci, the average polymorphism was 88.7% . Each primer amplified bands were
from 75 to 146, an average of 119 bands. The similarity coefficients of 15 provenances were 0.761 3 —0.876 0 by UPGMA software. Taking
the genetic similarity coefficient of 0. 850 O as threshold, 15 provenances were divided into 4 clusters, the provenances with the same geo-
graphic origin had some genetic differences, but generally showed a trend of clustering according to geographic origin. [ Conclusion]15 prove-
nances of P. contorta had high genetic diversity, abundant genetic diversity, the variation types were related to geographic distribution.
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No. Sequence (5’ ~3") No. Sequence (5’ ~3") Table 3 Polymorphism analysis of different primers
Mel TGAGTCCAAACCGGATA |[Eml GACTGCGTACGAATTAAT — po— poe
Me2 TGAGTCCAAACCGGAGC ||Em2 GACTGCGTACGAATTTGC SIMAE DR ZBMELL RS 2t
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Med TGAGTCCAAACCGGACC ||End GACTGCGTACGAATTTGA combination o ot polymorphic foct %
Me5 TGAGTCCAAACCGGAAG |[Em3 GACTGCGTACGAATTAAC Me2 - Em6 146 137 93.8
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Me7 TGAGTCCAAACCGGACA ||Eni7 GACTGCGTACGAATTCAA
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Fig.1 P. contorta SRAP band of 15 provenances amplified by
Me3-Em6 primer
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Table 4 Similarity coefficient of 15 provenances of P. contorta

FhE =

Provenance  Cl C2 C3 Cc4 c5 C6 C7 C8 c9 C10 Cl1 C12 C13 Cl4 Cl5
No.

Cl 1.000 0

c2 0.8493 1.0000

Cc3 0.8591 0.876 0 1.000 0

C4 0.8107 0.7958 0.7994 1.0000

C5 0.8513 0.8601 0.8688 0.8246 1.0000

C6 0.8102 0.7922 0.8020 0.8719 0.8241 1.0000

C7 0.8045 0.7937 0.8025 0.8539 0.8153 0.8575 1.0000

C8 0.7690 0.7623 0.7649 0.8555 0.7809 0.8416 0.8452 1.0000

C9 0.7788 0.7701 0.7665 0.8395 0.7855 0.8369 0.8395 0.8688 1.0000

C10 0.7953 0.7793 0.789 1 0.8508 0.8009 0.8637 0.8488 0.8513 0.8385 1.0000

Cl1 0.7747 0.7639 0.7613 0.8405 0.7834 0.8400 0.8416 0.8565 0.8364 0.8426 1.0000

C12 0.7726 0.7608 0.7706 0.8519 0.7752 0.8493 0.8426 0.8565 0.8405 0.8395 0.8529 1.0000

C13 0.8483 0.8529 0.8493 0.8215 0.8539 0.8272 0.8225 0.7901 0.7855 0.808 1 0.7824 0.7845 1.0000

Cl4 0.8236 0.8107 0.8133 0.8050 0.8169 0.8179 0.8236 0.7994 0.7968 0.8164 0.8009 0.8040 0.841 6 1.0000

C15 0.8400 0.8457 0.8493 0.8297 0.8529 0.8292 0.8287 0.8086 0.8030 0.8112 0.7958 0.8061 0.861 1 0.8426 1.0000
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Fig.2 Genetic similarity clustering of 15 provenances of Pinus
contorta on UPGMA method
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